Phylogenetic and phenotypic characterization of Fomes fasciatus and Fomes fomentarius in the United States.
The wood-decay fungi Fomes fasciatus and F. fomentarius share many morphological characters that historically have made species delimitation challenging. We examined morphological, molecular and physiological characters of basidiomata and pure cultures of F. fasciatus and F. fomentarius sampled from multiple plant hosts and geographic regions in the United States to determine whether they support separation of the two species. We find that mean basidiospore size is significantly larger in F. fomentarius and represents the most informative morphological character for delineating the species. Basidiomata and pore-surface shape provided additional resolution of the species, but these characters often overlap and are more variable than basidiospore size. Phylogenetic analyses of ITS and RPB2 sequences suggest that F. fasciatus and F. fomentarius represent distinct evolutionary lineages. The two species share less than 88% maximum identity for the ITS region. Limited intraspecific sequence variation at each locus also was observed. In vitro experiments of hyphal-growth response to a wide range of temperatures support differences in physiology between the two species.